Supplemental
Supplemental Fig. 3 . Bisulfite sequencing analysis of CpG methylation in the promoter regions of 33 genes also analyzed by COBRA, for BMMSCs cultured in AS or FBS up to P4 and late passage. DNA from BMMSCs from the three donors was pooled, bisulfite-converted, amplified by PCR and PCR products analyzed by COBRA or directly sequenced. COBRA data are summarized in green (unmethylated gene) and red (methylated gene) boxes. Methylation patterns are shown to the right with CpG numbers in their 5'-3' order on top. CpG methylation was scored by assessing relative A and G peak heights as indicated in the legend.
